Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.036; wR factor = 0.091; data-to-parameter ratio = 12.7.
In the title compound, C 31 H 38 O 17 , the 1,3-dioxane and pyranoside rings both show 4 C 1 chair conformations while for the d-fructofuranoside moiety an envelop 3E conformation is observed. The phenyl ring is oriented almost perpendicular to the 1,3-dioxane ring [dihedral angle = 79.3 (2) ], and the acetate groups are equatorial for the pyranoside ring and axial for the furanoside ring. The analysis of potential hydrogen bonds shows both intra-and intermolecular C-HÁ Á ÁO contacts to be present.
Related literature
For sucrose and sucralose, see: Robyt (1998) ; Fairclough et al. (1995) . For sucrose derivatives as potential pharmaceutically active substances, see: El Sayed & El Nemr (2005) ; Furneaux et al. (1993) . For details of O-glycosidic bonds, see: Brito-Arias et al. (2007) . For conformational analysis of five and sixmembered rings, see: Cremer & Pople (1975) ; Evans & Boeyens (1989) . 
Data collection
Oxford Diffraction CrysAlis CCD diffractometer 10881 measured reflections 5582 independent reflections 4757 reflections with I > 2(I) R int = 0.019 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.091 S = 1.03 5582 reflections 440 parameters H-atom parameters constrained Á max = 0.25 e Å À3 Á min = À0.15 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) x À 1; y; z; (iii) Àx þ 2; y À 1 2 ; Àz þ 1 2 ; (iv) x þ 1 2 ; Ày þ 1 2 ; Àz þ 1.
Data collection: CrysAlis CCD (Oxford Diffraction, 2003); cell refinement: CrysAlis CCD; data reduction: CrysAlis RED (Oxford Diffraction, 2003); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: SHELXL97, PLATON (Spek, 2009 ) and WinGX2003 (Farrugia, 1999) .
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Sucrose is an abundant and low cost sugar mainly used as natural edulcorant (Robyt, 1998) , and when substituted by chlorine at certain positions as the artificial edulcorant sucralose (Fairclough et al., 1995) . Despite this important usefulness sucrose has not been exploited sufficiently as synton for preparing modified derivatives containing isosteric substituents which could eventually lead us to pharmaceutical active substances (El Sayed & El Nemr, 2005; Furneaux et al. 1993) . As a part of a strategy directed toward the preparation of modified sucrose derivatives we have prepared the title compound, a protected sucrose derivative which contains a benzylidene group at the 4 and 6 position of the glucopyranoside moiety and is fully acetylated at the remaining hydroxyl positions. This intermediate will allow us to functionalize the hydroxyl position at the pyranoside ring after deprotection of the benzylidene protecting group under mild conditions. The title compound ( Fig.1 ), shows two 4 C 1 chair conformations belonging to the pyranoside and the 1,3-dioxane rings with puckering parameters (Cremer & Pople, 1975 ) Q = 0.572 (2) Å, θ = 7.7 (2)°, φ = 304.4 (15)° and Q = 0.577 (2) Å, θ = 0.0 (2)°, φ = 46 (7)°; both values being in agreement with a chair conformation. Also the angular disposition for the endocyclic bond C1-O5-C5 of 111.83 (15)° is in agreement with 4 C 1 conformations having the substituents positioned at equatorial positions. The phenyl group is oriented almost perpendicular to the 1,3-dioxane and the acetate groups attached to the pyranoside ring are in equatorial positions. The α-anomeric C1-O1 bond value of 1.412 (2)Å is more enlongated than the reference value of 1.385 (4)Å for O-glycosidic bonds (Brito-Arias et al., 2007) . For the furanoside ring the torsion angle values are 2.2 (2)° for C15-C14-O11-C17 revealing these elements to be almost in the plane and -28.9 (2)° for C14-C15-C16-C17 indicating an envelop exo E for C16, in agreement with a syn-periplanar conformation (Evans & Boeyens, 1989) .
The analysis of potential hydrogen bonds shows different intramolecular and intermolecular C-H···O contacts are present ( Table 1 ). The molecular packing is shown in Fig. 2 , and some of the intramolecular O···C(acetyl) contacts, in the range 3.488 to 2.865 Å, are indicated in Fig. 3 .
Experimental
The title compound was prepared by following a two step sequence starting from D-sucrose, which was treated with benzaldehyde dimethylacetal in dimethylformamide, followed by peracetylation under acetic anhydride-pyridine conditions. After purification by column chromatography the title compound was obtained as a white crystalline solid. 1 H NMR data are available in the archived CIF.
Refinement
The absolute configuration of the structure could not determined by the X-ray analysis [Flack parameter = -0.3 (8)], but was already known from the configuration of the starting material, D-sucrose. H-atoms were placed in calculated positions and supplementary materials sup-2 treated as riding atoms: C-H = 0.93, 0.98, 0.97 and 0.96 Å for CH(aromatic), CH(methine), CH 2 and CH 3 , respectively, with U iso (H) = k × U eq (C), where k = 1.5 for CH 3 H-atoms and k = 1.2 for all other H-atoms. Fig. 1 . The molecular structure of the title comound, showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0444 (5) O9 0.5580 (2) 0.01360 (9) 0.18192 (7) 0.0515 (6) O10 0.74965 (19) 0.16117 (8) 0.43694 (7) 0.0441 (5) O11 0.64870 (17) 0.05572 (7) 0.30428 (7) 0.0377 (4) (7) 0.0489 (9) −0.0014 (7) 0.0031 (7) −0.0078 (7) O3 0.0446 (8) 0.0261 (7) 0.0497 (9) −0.0036 (6) 0.0056 (7) 0.0012 (6) O4 0.0603 (9) 0.0355 (7) 0.0370 (9) 0.0018 (8) 0.0028 (8) −0.0014 (7) O5 0.0338 (8) 0.0310 (7) 0.0412 (9) 0.0052 (6) −0.0009 (7) 0.0037 (6) O6 0.0671 (10) 0.0372 (8) 0.0469 (10) 0.0008 (8) −0.0025 (9) −0.0078 (7) O7 0.0347 (7) 0.0380 (8) 0.0419 (9) 0.0044 (7) −0.0049 (7) 0.0020 (7) O8 0.0434 (8) 0.0408 (8) 0.0490 (10) −0.0032 (7) 0.0079 (8) 0.0029 (7) O9 0.0530 (10) 0.0620 (10) 0.0395 (10) 0.0060 (9) −0.0050 (9) −0.0087 (8) O10
0.0430 (9) 0.0517 (9) 0.0376 (9) −0.0053 (8) −0.0030 (7) −0.0051 (7) O11 0.0332 (7) 0.0336 (7) 0.0462 (9) 0.0005 (6) −0.0023 (7) −0.0068 (7) (12) 0.0002 (9) −0.0027 (9) 0.0029 (9) C2 0.0263 (10) 0.0335 (10) 0.0427 (12) −0.0002 (9) 0.0012 (10) −0.0043 (9) C3 0.0313 (10) 0.0271 (9) 0.0436 (12) −0.0032 (9) 0.0021 (10) 0.0032 (9) C4 0.0341 (10) 0.0348 (10) 0.0395 (12) −0.0015 (9) 0.0018 (10) −0.0013 (9) C5 0.0331 (10) 0.0309 (10) 0.0400 (13) 0.0025 (9) 0.0004 (10) 0.0004 (9) 0.0335 (10) 0.0283 (9) 0.0324 (11) −0.0015 (9) 0.0014 (10) 0.0007 (9) C15 0.0317 (10) 0.0347 (10) 0.0337 (11) 0.0000 (9) −0.0017 (9) 0.0038 (9) C16 0.0309 (10) 0.0426 (11) 0.0401 (13) −0.0047 (9) −0.0023 (10) 0.0011 (10) 
